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RushData is an integrated high-throughput platform
combining 1Day CHO expression, rapid binding
analytics, and early developability profiling to
generate actionable datasets for antibody discovery
and optimization. Designed for Al/ML-driven
workflows, it enables faster, data-rich
decision-making at scale.
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WORKFLOW

ACTIONABLE DATA
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& ”” High-throughput. Multi-dimensional. Large-scale.
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High-quality, comprehensive data to train your Al model
and accelerate the next cycle of design and optimization.
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RUSHDATA SERVICE PACKAGES

Choose the right package for your discovery needs.
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CASE STUDY

>>> Purity and Yield Across 1,329 IgGs »»> Binding (SPR)
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Powered by Biointron's expertise in high-throughput antibody production and data-driven characterization.
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